Genomics AIDS lung tumor classification and treatment.
Analysis of 1,255 lung tumors compared the accuracy of genetic sequencing versus immunohistochemistry in tumor classification and found that the genetic methods allow more accurate assigning of tumors to therapeutically relevant groups, particularly for large cell carcinoma. A subsequent prospective research effort using the project's combined genomic and immunohistochemical diagnostic approach screened 5,145 lung cancer patients for a panel of roughly 20 lung cancer mutations. The authors were able to perform the combined genomic and immunohistochemical analysis on 3,863 patients, and many of them were eligible for approved targeted therapies or for treatment with experimental therapies in clinical trials.